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Fig. S1. Automated quantification of Elav-positive antennal neurons.
Representative images of anti-Elav immunofluorescence in whole mount antennae from control (peb-Gal4/+) and PCD-blocked (peb-Gal4/+;UAS-p35/+) animals. Middle: output of automated image segmentation of the same antennae, which was used for quantification of neuron number (see Materials and Methods). Right: overlay of both images. Scale bar, 10 µm. .008486 (t test) (n = 13 and 17; control and PCDblocked, respectively), Or49a-GFP P = 1.444×10 -12 (t test) (n = 14 and 15), Or65a P = 4.701×10 -6 (Wilcoxon rank-sum test) (n = 14 and 15), Or69a P = 1.811×10 -5 (Wilcoxon rank-sum test) (n = 13 and 15), Or85f P = 0.01375 (t test) (n = 16 and 10). (B) Additional representative images of RNA FISH for the indicated Or genes, anti-GFP immunostaining of the Or49a-GFP reporter, or anti-IR64a immunostaining in whole mount antennae of control (peb-Gal4/+ (or peb-Gal4/+;Or49a-GFP/+)) and PCD-blocked (peb-Gal4/+;UAS-p35/+ (or peb-Gal4/+;Or49a-GFP/UAS-p35)) animals. Scale bar, 10 µm. The pink dashed lines encircle cells in the PCD-blocked antennae that express the visualized receptors outside their usual spatial domain. Although there is not a statistically-significant increase in Ir64a neuron number (fig. S4), we reproducibly detect 1-2 extra IR64a-expressing cells outside the sacculus in PCD-blocked antennae. fig. S2A ) and Or85f-GFP P = 0.0153 (t test) (n = 9 and 9). Quantifications of neuron numbers are shown at the bottom. ns, * and *** indicate Or13a P = 0.475 (t test) (n = 46 and 17; control and PCD-blocked, respectively), Or22a P = 0.0002472 (t test) (n = 15 and 15), Or35a P = 0.7132 (t test) (n = 9 and 8), Or67d P = 0.05341 (Wilcoxon rank-sum test) (n = 5 and 13), Gr63a P = 0.30325 (Wilcoxon rank-sum test) (n = 10 and 10), Ir40a P = 0.763 (t test) (n = 6 and 10), Ir64a P = 0.128 (t test) (n = 6 and 10), Ir75b P = 0.9246 (t test) (n = 11 and 12), Ir75c P = 0.01 (t test) (n = 19 and 18). 
